
GO:0001775
cell activation

0.5377
6 / 14

GO:0002376
immune system proces...

0.6908
11 / 28

GO:0006139
nucleobase−containin...

0.9671
11 / 33

GO:0006725
cellular aromatic co...

0.9842
11 / 34

GO:0006807
nitrogen compound me...

0.9671
11 / 33

GO:0007017
microtubule−based pr...

0.0598
3 / 3

GO:0008150
biological_process

1.0000
19 / 47

GO:0008152
metabolic process

0.9172
15 / 40

GO:0008283
cell proliferation

0.5479
10 / 24

GO:0009987
cellular process

0.5957
19 / 46

GO:0016070
RNA metabolic proces...

0.7273
10 / 26

GO:0016071
mRNA metabolic proce...

0.0598
3 / 3

GO:0032943
mononuclear cell pro...

0.0217
4 / 4

GO:0034641
cellular nitrogen co...

0.9671
11 / 33

GO:0043170
macromolecule metabo...

0.7445
15 / 38

GO:0044237
cellular metabolic p...

0.8415
15 / 39

GO:0044238
primary metabolic pr...

0.8415
15 / 39

GO:0044260
cellular macromolecu...

0.6341
15 / 37

GO:0044699
single−organism proc...

1.0000
15 / 43

GO:0044763
single−organism cell...

0.9924
15 / 42

GO:0045321
leukocyte activation

0.3265
6 / 12

GO:0046483
heterocycle metaboli...

0.9842
11 / 34

GO:0046649
lymphocyte activatio...

0.3265
6 / 12

GO:0046651
lymphocyte prolifera...

0.0217
4 / 4

GO:0070661
leukocyte proliferat...

0.0217
4 / 4

GO:0071704
organic substance me...

0.9172
15 / 40

GO:0090304
nucleic acid metabol...

0.9393
11 / 32

GO:1901360
organic cyclic compo...

0.9842
11 / 34

GO BP DAG analysis



GO:0000166
nucleotide binding

0.1975
10 / 19

GO:0001882
nucleoside binding

0.1321
10 / 18

GO:0001883
purine nucleoside bi...

0.1321
10 / 18

GO:0003674
molecular_function

1.0000
20 / 47

GO:0005488
binding
0.9297
18 / 44

GO:0005515
protein binding

0.7990
17 / 41

GO:0005524
ATP binding

0.0975
8 / 13

GO:0017076
purine nucleotide bi...

0.1975
10 / 19

GO:0030554
adenyl nucleotide bi...

0.1599
8 / 14

GO:0032549
ribonucleoside bindi...

0.1321
10 / 18

GO:0032550
purine ribonucleosid...

0.1321
10 / 18

GO:0032553
ribonucleotide bindi...

0.1975
10 / 19

GO:0032555
purine ribonucleotid...

0.1975
10 / 19

GO:0032559
adenyl ribonucleotid...

0.1599
8 / 14

GO:0035639
purine ribonucleosid...

0.1321
10 / 18

GO:0036094
small molecule bindi...

0.2773
10 / 20

GO:0043167
ion binding

0.6677
13 / 31

GO:0043168
anion binding

0.3687
10 / 21

GO:0047485
protein N−terminus b...

0.0272
4 / 4

GO:0097159
organic cyclic compo...

0.4984
12 / 27

GO:0097367
carbohydrate derivat...

0.2773
10 / 20

GO:1901265
nucleoside phosphate...

0.1975
10 / 19

GO:1901363
heterocyclic compoun...

0.3987
12 / 26

GO MF DAG analysis



GO:0000228

nuclear chromosome

0.446

3 / 6

GO:0000785

chromatin

0.667

2 / 5

GO:0000790

nuclear chromatin

0.152

2 / 2

GO:0005575

cellular_component

1.000

19 / 48

GO:0005622

intracellular

0.333

18 / 43

GO:0005623

cell

0.360

19 / 46

GO:0005634

nucleus

0.446

13 / 31

GO:0005694

chromosome

0.786

3 / 9

GO:0005856

cytoskeleton

0.067

7 / 11

GO:0031974

membrane−enclosed lu...

0.801

7 / 20

GO:0031981

nuclear lumen

0.730

7 / 19

GO:0032991

macromolecular compl...

0.795

9 / 25

GO:0043226

organelle

0.144

18 / 41

GO:0043227

membrane−bounded org...

0.305

17 / 40

GO:0043228

non−membrane−bounded...

0.116

10 / 19

GO:0043229

intracellular organe...

0.214

17 / 39

GO:0043231

intracellular membra...

0.546

15 / 37

GO:0043232

intracellular non−me...

0.116

10 / 19

GO:0043233

organelle lumen

0.801

7 / 20

GO:0044422

organelle part

0.446

13 / 31

GO:0044424

intracellular part

0.420

17 / 41

GO:0044427

chromosomal part

0.786

3 / 9

GO:0044428

nuclear part

0.597

8 / 20

GO:0044446

intracellular organe...

0.446

13 / 31

GO:0044454

nuclear chromosome p...

0.446

3 / 6

GO:0044464

cell part

0.360

19 / 46

GO:0070013

intracellular organe...

0.730

7 / 19

GO CC DAG analysis


